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	Research Positions
August 2019 – Present

January 2014 – August 2019
	Associate Professor of Bioinformatics with emphasis in Microbiology, Department of Biochemistry and Biotechnology, University of Thessaly, Greece.
Assistant Professor of Bioinformatics in Genomics, Department of Biochemistry and Biotechnology, University of Thessaly, Greece.



	July 2010 – December 2013
	Lecturer of Bioinformatics in Genomics, Department of Biochemistry and Biotechnology, University of Thessaly, Greece.



	February 2010 – June 2010
	Postdoctoral researcher at the Systems Biology group of Prof. Stephen G. Oliver, Department of Biochemistry, University of Cambridge, UK.



	February 2008 – January 2010
	EMBO long term fellow at the Bioinformatics and Evolutionary Genomics Group of Prof. Yves Van de Peer, Department of Plant Systems Biology, UGent & VIB, Gent, Belgium.



	July 2007 – January 2008
	Postdoctoral researcher at the Bioinformatics and Evolutionary Genomics Group of Prof. Yves Van de Peer , Department of Plant Systems Biology, UGent & VIB, Gent, Belgium. 



	April 2007 – July 2007
	Visiting scientist at the Bioinformatics group of Prof. Christos Ouzounis, Institute of Agrobiotechnology, INA, EKETA, Thessaloniki, Greece.



	October 2005 - March 2007
	First assistant at the Bioinformatics group of Prof. Marc Robinson-Rechavi, Department of Ecology and Evolution, Faculty of Medicine and Biology, University of Lausanne, Switzerland.



	September 2004 – September 2005
	Research Assistant at the Bioinformatics group of Prof. David Robertson, Department of Bioinformatics, Faculty of Life Sciences, the University of Manchester, UK.



	March 2004 – September 2004
	EPSRC and CASE (AstraZeneca) funded PhD research project in text mining, at the Pathways group of Dr David De Graaf, in the pharmaceutical company AstraZeneca PLC, Macclessfield, UK and Waltham, MA, USA.

	
	

	Education
	

	2001-2005
	PhD in Bioinformatics, Manchester University, UK

	
	Supervisor: Prof Stephen G. Oliver, Prof Erich Bornberg-Bauer, Dr David Robertson



	2000-2001
	MRes in Bioinformatics (with Distinction), Leeds University, UK



	1998-1999
	Exchange student with Socrates programme, Queen’s University of Belfast, UK.



	1994-1999
	Bsc in Biology, Aristotle University of Thessaloniki, Greece.

	
	

	Awards-scholarships
	

	2008 - 2010
	EMBO long term fellowship.

	2005
	Best published PhD research of the year 2004 in the Faculty of Life Sciences, University of Manchester, UK. £1200 prize.

http://www.manchester.ac.uk/press/title,47250,en.htm

	2001-2004
	EPSRC studentship for PhD studies.

	2001-2004
	Astrazeneca CASE studentship for PhD studies

	2004
	Travel funding to attend the Gordon Conference on Molecular Evolution. Ventura, CA, USA

	Military service
	

	1999-2000
	Artillery

	
	

	
	


Research interests

Evolution of gene regulation, gene/genome duplications, protein interaction networks with a special interest on dimerization of transcription factors, protein phosphorylation and methylation, recombination in viral genomes.
Research Grants awarded/participate

· Filtering, Annotation and Bioinformatics analyses of high-throughput Phosphoproteomic data (FAB-PHOS). Principal Investigator: GD Amoutzias. Funded by Aristeia II - GSRT.
· Bioinformatic analysis of human genomic and phosphoproteomic data. Principal Investigator: GD Amoutzias. Funded by The Research Committee of the University of Thessaly.
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